Supplemental Figure 1
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Figure S1. (A) Dot plot showing single-cell expression
annotate immune clusters. (B) UMAP showing immune

% of pLN CD45+ cells

of canonical markers used to
cell clusters in the pancreatic

lymph nodes (pLN). (C) Percentage of each immune cluster among pLN CD45+ cells.



Supplemental Figure 2
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Figure S2. UMAP showing T cell subsets using unsupervised clustering.



Supplemental Figure 3
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Figure S3. (A) Ingenuity pathway analysis of CD4+ T cells in the islets of remitter versus
prediabetic NOD mice (P values < 0.05). (B) Volcano plot showing DEGs of CD4 T cells
in the pLN of remitter versus prediabetic NOD mice (adjusted P values < 0.05). (C)
Ingenuity pathway analysis of CD4+ T cells in the pLN of remitter versus prediabetic NOD
mice (P values < 0.05).



Supplemental Figure 4
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Figure S4. (A) UMAP showing clustering of LN CD4 cells and feature plots showing
expressions of Sell, Cd40lg, and Ifng. (B) UMAP showing pseudotime trajectory of LN
CD4 cells in the 2 conditions. (C) Density distribution graph showing how the
concentration of CD4+ T cells in the LN distributed along a pseudotime trajectory (colors
denote conditions). Density values are scaled to 1 (P = 0.018, by asymptotic two-sample
Kolmogorov-Smirnov test).
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Supplemental Figure 5

A LN CD8 Sell Cer?
« ¥ i
- Ll
H b 'J 9 o I;
i s 2 g
HE v 8, |
° o
b umap_
ting Gzmk Cels
PR,
s i
« l '; o |
uma um umap_1

- pseudotime
o~ C Early-state ~ CD8
S s "t
3 ) s 3
o
LN CD8 ol LN CD8
1 (remission) | (prediabetes)
" UMAP 1 ’ ) v ’ UMAP 1
C Remission LN CD8 Prediabetes LN CD8 D
T (Tef?) wl (Tef7) pLN CD8
25 PP .
[T LI | = : - e . v
20) WEECE ait s oe edh 0 pscudolime = X pseudotime
§ Bl Lo, 1FR de. - L o § R LIS . 0 ©» 2 Condition
£ £ H Remission
i ,/x Is § | s i P =1.179¢-08 I Presonetes
o IS 4. -+ R N . p=
P o L] I~ " —— - ™A ) "
SR T TRTA A N T ". -— ! L
" pssudotime b " : pseudotime
Paeucatime

Figure S5. (A) UMAP showing clustering of LN CDS8 cells and feature plots showing
expressions of Sell, Ccf7, Ifng, Gzmk, and Ccl5. (B) UMAP showing pseudotime trajectory
of LN CD8 cells in the 2 conditions. (C) Tcf7 expression of LN CD8 cells along trajectory
in the 2 conditions. (D) Density distribution graph showing how the concentration of
CD8+ T cells in the LN distributed along a pseudotime trajectory (colors denote
conditions). Density values are scaled to 1 (P = 1.179¢-08, by asymptotic two-sample
Kolmogorov-Smirnov test).



Supplemental Figure 6
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Figure S6. (A) UMAP showing single-cell expression of Tcf7 and Tox in islet IGRP-
specific CD8 cells. One dot represents one cell. Red color denotes Tcf7+, green color
denotes Tox+, and yellow color denotes Tcf7+Tox+. (B) Single-cell data showing
percentage of Tcf7+/- and Tox+/- cells among IGRP-specific CD8 cells in the islets of
remitter or prediabetic NOD mice. (C) Flow cytometric analysis showing percentage of
TCF1+/- and TOX+/- cells among NRPV7+CD8+ cells in the islets of anti-CD3 treated vs
untreated prediabetic NOD mice (*P = 0.04 by unpaired t test).
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