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Dotplots detailing myofibroblast gene expression between human wound fibroblasts expressing

high amounts of CMEs known to be upregulated by TNF-a.



6  Figure S2:
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7
8 (A) Expression of Statl, 2, and 4 at 6 hours following TNF-a stimulation. (N=4 mice/group,
9 run in triplicate).
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