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UW1 Cohort
Total patients = 70
  FIGO I
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  FIGO IV
Median Follow Up = 3.3 years
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Yale Cohort
Total patients = 36
  FIGO I
  FIGO II
  FIGO III
  FIGO IV
Median Follow Up = 2.0 years
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UW2 Cohort
Total patients = 45
  FIGO I
  FIGO II
  FIGO III
  FIGO IV
Median Follow Up = 2.5 years
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All Stages Analysis

FIGO Stage III + IV Analysis
Combined Cohort (UW1 + Yale)

(Supplemental Table 6)

Total patients = 58
  FIGO III
  FIGO IV

= 24
= 34

FIGO Stage I Analysis
Combined Cohort (UW1 + UW2 + Yale + UMN)

(Table 1)

Total patients = 127
  FIGO I = 127

FIGO Stage I - No Adjuvant Treatment Analysis
Combined Cohort (UW1 + UW2 + Yale + UMN)

(Supplemental Table 11)

Total patients = 24
  FIGO I = 24

(Supplemental Table 2) (Supplemental Table 5) (Supplemental Table 7)

UMN Cohort
Total patients = 44
  FIGO I
  FIGO II
  FIGO III
  FIGO IV
Median Follow Up = 5.3 years

= 44
= 0
= 0
= 0

(Supplemental Table 8)



Supplemental Figure 2
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Supplemental Figure 3
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Supplemental Figure 4
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Supplemental Figure 5
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Supplemental Figure 6

A Ark1

GATA2

Tubulin

si
Sc

ra
m

bl
e 

si
G

AT
A2

 #
1

si
G

AT
A2

 #
2

si
Sc

ra
m

bl
e 

si
G

AT
A2

 #
1

si
G

AT
A2

 #
2

Ark2

B

Tubulin

DOX - +
sh

Scra
mble

sh
GATA

2

- +

55

72
95

130

26
34

43

M
ol

ec
ul

ar
 M

as
s 

(k
D

a)

55
72
95

130

26
34

43
M

ol
ec

ul
ar

 M
as

s 
(k

D
a)

GATA2

55

72

95
130

26

34

43

M
ol

ec
ul

ar
 M

as
s 

(k
D

a)

GATA2

Tubulin



Supplemental Figure 7

*

GATA
1

GATA
2

GATA
3

GATA
4

GATA
5

GATA
6

0

Ark1

R
el

at
iv

e 
Ex

pr
es

si
on

 (A
.U

.)

N.D. N.D. N.D. N.D.
**

N.S.

GATA
1

GATA
2

GATA
3

GATA
4

GATA
5

Ark2

N.S. N.S.

N.D. N.D. N.D.

N.S.

GATA
6

siScramble siGATA2 #1 siGATA2 #2

0C
el

l N
um

be
r (

no
rm

al
iz

ed
)

24 hrs 48 hrs

Ark1

24 hrs 48 hrs

Ark2
Proliferation

******

** *
N.S.

N.S.

A

B

1

2

3

4

5

1

2

3

siScramble siGATA2 #1 siGATA2 #2

GATA Factor Expression



Supplemental Figure 8
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Supplemental Figure 10

GO Process Enrichment After GATA2 Depletion
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Supplemental Figure 11
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