Supplemental Figure 1

FIGO Stage | - No Adjuvant Treatment Analysis
Combined Cohort (UW1 + UW2 + Yale + UMN)
Total patients = 24

FIGO I =24
(Supplemental Table 11)

FIGO Stage | Analysis UMN Cohort
Comblneqrg)tglhort .(UW1_+ UW2 + Yale + UMN) Motal e ™\
patients = 127
FIGO | = 127 FIGO| =44
(Table 1) FIGOIl =0
FIGO I =0
FIGOIV =0
Median Follow Up = 5.3 years
\__(Supplemental Table 8) )
UW1 Cohort Yale Coho UW2 Cohort
/Total patients = 70 A /Total patients = 36 ) /Total patients = 45 A
FIGOI =35 FIGOI =3 FIGOI =45
FIGOIl =5 FIGOIl =4 FIGOIl =0
FIGO Il =14 FIGO Il =10 FIGO Il =0
FIGO IV =16 FIGO IV =18 FIGOIV =0
Median Follow Up = 3.3 years | | Median Follow Up = 2.0 years | | Median Follow Up = 2.5 years
(Supplemental Table 7)

\_ (Supplemental Table 2) )

\_ (Supplemental Table 5) )

- J

All Stages Analysis

FIGO Stage Il + IV Analysis
Combined Cohort (UW1 + Yale)
Total patients = 58

FIGO Il =24
FIGO IV = 34
(Supplemental Table 6)




Supplemental Figure 2

15D2 Mouse Monoclonal Rabbit Polyclonal 15D2 Mouse Monoclonal Rabbit Polyclonal
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Supplemental Figure 3

A GATA3 Immunohistochemistry B 80/GATA6 Immunohistochemistry
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Supplemental Figure 4

A Overall Survival - All Stages
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Supplemental Figure 5

Overall Survival - FIGO IIHV
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Supplemental Figure 6
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Supplemental Figure 7

A GATA Factor Expression
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Supplemental Figure 8
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Supplemental Figure 9
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Survival vs. Carboplatin Concentration
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Supplemental Figure 10

RNA-seq
GO Process Enrichment After GATA2 Depletion
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Supplemental Figure 11
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