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SUPPLEMENTAL

Microarray Age Sex Location
Number
69 44 F 5
70 52 M 1
71 71 F 5
72 82 F 2
73 50 F 5
74 48 F 1
75 54 F 7
76 73 F 7
77 62 F 3
78 46 M 5
79 73 F 2
80 72 F 2
81 37 F 1
82 44 M 1
83 69 F 6
84 31 M 2
85 42 F 7
86 50 M 1
87 51 F 4
88 75 F 4
89 43 M 4
90 60 M 4
91 55 F 4
92 63 F 4
93 55 M 4
94 63 F 4
96 70 M 4
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Supplemental Table 1. Information of CRC specimens present in tissue microarray. T= Tumor, N= Node, M=Metastasis.
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Supplemental Figure S1. Analysis of Siglec-Xll expression in human colorectal cancer cell lines. A. Representative FACS
plot of Siglec-XII expression in Colo 320, Caco-2, LS-180 and HT-29 cells. B. Sequencing Chromatograms of Colo 320, Caco-2, LS-
180 and HT-29 cells showing analysis of frameshift mutation that causes loss of SIGLEC12 expression.
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Supplemental Figure S2. Creation and validation of a transgenic knock-in SIGLEC12 murine model that expresses Siglec-
Xll'in the small and large intestine. A. Western blot for Siglec-Xll and B-Actin on transgenic mouse and control tissues at day 87
post induction using Tamoxifen. B. Expression of Siglec-XIl in mouse tissue evaluated by immunohistochemistry at day 87 post
induction using Tamoxifen. Scale bar: 50 pm.
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Supplemental Figure S3. The conditional expression of Siglec-XIl caused no histological changes in transgenic mice or in
controls. H&E of colon, liver, kidney, spleen and lung of control and Siglec-XIl transgenic mice at day 87 post induction using

Tamoxifen. Scale bar: 100 pm.
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Supplemental Figure S4. Transgenic knock-in SIGLEC12 mice are at greater risk of inflammation-associated colorectal
cancers. Pictures of colonic tissue from control and Siglec-Xll-expressing mice subjected to tamoxifen administration and
carcinogenesis protocol (AOM/DSS). Scale bar: 1 cm.
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Supplemental Figure S5. A-B. Kaplan-Meier curves for progression-free survival in patients with all CRCs (A) or just the MSI-high
subset (B), stratified based on high vs low mean expression values of the DEGs in 4B. C-D. Schematic summarizes the
transcriptomics-based computational approach to find a match between disease (human CRCs; C) vs. model (Siglec-XIl murine
tumors; D). E-H. Heatmaps of z-score normalized expression patterns (left) and Violin plots of the composite scores (right) of key
immune (E-F) and mismatch repair (G-H) genes that were found to be differentially expressed between the two ethnic groups in
GSE146009 (E, G) and in the control vs Siglec-XIl mouse tumors (F, H). The Violin plots are same as those shown in Figure 5G-H.



Statistics: p values for survival plots were determined by log rank test. p values in each violin plot (E-H) are based on Welch’s T-test
between comparator groups.



